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Biology has developed high-throughput methods to collect staggering amounts of data on the molecules of life, 

their interactions and behaviour.  In response to this, global science has established extensive collections of 

biomolecular data and their phenotypic correlates.  Major service centres such as the European 

Bioinformatics Institute (EBI), the National Center for Biology Information (NCBI) in the USA , Japan's 

Centre for Information Biology and the Swiss Institute of Bioinformatics, collaborate to collect organise and 

share this information with the scientific community.  Modern basic and applied life science could not 

progress without access to this vast store of knowledge and the tools to exploit it.   

As the deluge of increasingly diverse data threatens to overwhelm us, creativity in exploitation of 

state-of-the-art IT methodologies is essential to render the task tractable.   New international structures are 

emerging to share this task and optimise the benefit to science and to society from the information and the 

research it enables.    

This information infrastructure is, of course, crucial to globally competitive Australian science.  We are 

determined to ensure that : 

• Australia's ability to exploit the "information space"  is second to none 

• The output of Australian Science is represented and recognised in the content of the shared 

information 

• Australian technical ingenuity is brought to bear in the evolution of the infrastructure and methods to 

exploit it 

• Australia is a full partner in the global agenda-setting for biomolecular information engineering 

Strong connections to European research have been cemented through Australia's membership of the 

European Molecular Biology Laboratory (EMBL) .  The University of Queensland's mirroring of some of the 

services of the EBI (a part of EMBL) has demonstrated the organisational and technical capacity to engage 

with the international information infrastructure, and the time has come to consider options to move this 

engagement to a higher level.  We discuss how this might be achieved drawing on experience from the 

collaboration with the EBI and exploiting modern IT methodologies based around Service Oriented 

Architecture, Virtualisation, and Cloud Computing.  
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