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INTRODUCTION 

Galaxy (1) (2) (3) is a web based bioinformatics tool kit with the ability to perform, reproduce and share 
complete analyses. 
A Galaxy service pilot has been set up in CSIRO for the benefit of biologists and bioinformaticians within the 
organisation.  The service pilot is implemented as a collaboration between CSIRO’s Information Management 
and Technology staff (IM&T) and key bioinformatics experts within CSIRO.  This makes best use of the IT 
infrastructure and service delivery expertise of the IT and the bioinformatics domain expertise of the 
bioinformatics staff.  Other projects such as an enterprise genome browser are also using this approach. 
This presentation outlines Galaxy, the way it has been implemented in CSIRO as a service pilot and some of 
the outcomes and related experiences. 

 
Figure 1 

PROBLEM 

Biologists working with sequencing data require various analyses to be done.  In CSIRO they had been relying  
on a limited number of skilled bioinformaticians to carry out this analysis.  Alternatively they may have chosen 
to educate themselves in these same skills which is time consuming.  This analysis was not always performed 
on the best computing resources and not always in the most optimal way.  It was proposed that a service 
providing easy access to some analysis tools would improve research throughput of the novice 
bioinformaticians while freeing up time of the experienced bioinformaticians for other work. 

PROJECT SCOPE 

This service pilot project intends to demonstrate how a full Galaxy service might benefit the bioscience 
community in CSIRO.  It involves providing a BLAST service optimised to execute on a high performance 
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compute cluster.  The service pilot also delivers a number of other useful bioinformatics tools.  The pilot is 
intended to guide the design and implementation of a full production Galaxy service. 
 

 
Figure 2 

 

WHAT BENEFITS WILL THE PROJECT DELIVER?  
 Biologists will be able to do bioinformatics analysis without having to learn about the UNIX command 

line or write scripts 

 The burden on expert bioinformaticians who are currently asked to do analysis by the broader biology 
community will be reduced 

 An opportunity to optimise bioinformatics analysis tools so that they maximise the use of available 
compute resources  will be provided 

 A mechanism to re-use and share bioinformatics analysis workflows and data will be provided 
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 By partnering with IM&T bioinformatics groups will gain an expertly managed, reliable and scalable 
service 
 

THE OBJECTIVES OF THE PROJECT ARE TO DELIVER   
 A limited set of bioinformatics tools which are easy to use and reliable available through a Galaxy 

portal which is configured to run optimally on suitable compute resources. 

 A framework allowing the bioinformatics community to request new features or enhancements to the 
Galaxy portal. 

 A decision to either implement a full Galaxy service or not and how this full service might be defined. 
 

CURRENT STATUS 
The project has already shown how CSIRO IT and science staff can work together to achieve project goals.  The service 

pilot has recently been made available to users and the early feedback is positive.  The project continues to add tools and 

other functionality and resolve issues. 

 

INTERACTION WITH THE NECTAR GENOMICS VIRTUAL LABORATORY 
CSIRO is a partner in the NECTAR Genomics Virtual Laboratory.  One of the activities of this project is to produce a 

Galaxy service to run in the NECTAR Research Cloud.  It is expected that future development of the Galaxy service in 

CSIRO will build on efforts in the NECTAR Genomics Virtual Laboratory.  It is also expected that tools or workflows 

developed within CSIRO would be fed into the NECTAR Genomics Virtual Laboratory. 
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