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TOPIC 
The Australian EBI Mirror is being developed in collaboration with the European Bioinformatics Institute (EBI) through 
EMBL Australia. It will provide high-throughput local access to international molecular bioscience data, value-add to 
international data for application to Australian problems, showcase selected Australian tools, provide advanced technical 
training, offer novel career paths, and engage user communities; including those of Bioplatforms Australia (BPA). The 
development of this major national data facility, with very extensive coverage of Australian and international data in 
molecular bioscience, presents a superb opportunity to expand the Australian Research Data Commons (ARDC) to 
bioscience data.   
 
Within the larger EBI Mirror project being currently undertaken at the University of Queensland, the scope of the 
metadata integration for the EMBL Australia EBI Mirror in the ARDC project is: 
1. To make it possible to navigate from the ARDC to the corresponding primary data entry in the EBI Mirror, to a 
database or section within the Mirror, and/or to the Mirror itself; 
2. To organise Australian data within the Mirror to constitute useful “views” within the context of the BPA theme 
projects and make these views discoverable via the ARDC. 
 
In this BoF, we seek engagement with the Australian user community (Bioplatforms’ platforms and clients; genomics, 
proteomics & metabolomics researchers) to discuss their data “view” needs.  These discussions will be the starting point 
of a larger consultation process that will lead to a specifications document (or possibly a different specification document 
for each BPA theme) describing how these “views” should be constructed and what data types they should bring 
together. The Ensembl (EBI) and the UCSC Genome Browsers provide important points of reference.  
 
 
SESSION FORMAT 
The session will follow the format of an unconference: 
- Lightning Talks  

- The Australian EBI Mirror (5 minutes) 
- Scope of the EBI-ARDC integration project (5 minutes) 

- Unpanel (Q&A from the participants) 
- Organise the unconference (Define the session topics based on the questions and interest of participants) 
- Unconference Session 1 
- Unconference Session 2 
- Wrap-up 
 
We strongly encourage conference delegates who are working in the biosciences, within the BPA and other “omics” 
R&D communities, to come and participate in a lively and constructive exchange that will help define the data view 
requirements. 
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